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Figure 2 



I Clr/Cls > 

MASP - 2 TPIiGPKWPEPVFGRLASFGFPGEYANDOERRWTLTAPPGYRI iRLYFTHFDL 9 0 

MASP-1 HTVELNNMFGQIQSPGYPDSYPSDSEVTWNITVPDGFRIKL^ 87 

Clr SIPIPQKLFGEVTSPLFPKPYPNNFETTTVITVPTGYRVKLVFQQ 87 

CIS EPTMYGEILSPNYPQAYPSEVEKSVTOIEVPEGYGIHLYFTH^ 83 
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I EOF > f— 

FYS LG S 5 LP I TFRSD YSNEKP FTGFEAFYA ABDIDE&) VAPGEA PT^HHi2HNHL0K3F^eSefcAGY 170 

VLSPGSFMSITFRSDFSNEER FTGFDAHYMAVDVDEGK EREDEE LS CDHYCHNY I GGYYGSGRFGY I LHTDNRTGRVECS 167 

FWSQGNKMLLTFHTDFSNEENGTIMFYKGFIAYYQAVDUJEj^ 177 

FQVP YNKLQVI FKSDFSNEER FTGFAAYYVATD I NECT DFVD VPGSHFC^FIGGYF^^PEYTLHDDMKNGGWGS 161 



- Clr/Clo > 

GGVFTQRSGELS S PEYPRPYP KLS S £jTYS I SLEEG FS VI LD FV ESFDVET HPETLCPYDFLKIQTDREEHGPFGGKTLPHR IETKS 256 

DNL FTQRTGVI TS PDF PNP YPKS S ECLYT I ELEEG FMVNLQ FE DIFDIED HPEVPCPYDYIKIKVGPKVLGPFGGEKAPEP ISTQS 253 

S EL YTEASGYI S S LEYPRSYPPDLRgNYS I RVERGLTLHLKFL EPFDIDD HQQVHCPYDQLQIYANGKNIGEFgGKQRPPD LDTSS 263 

GDVFTALIGEIASP^PKPYPENSRCEYQIRLEKGF^V\An , IJlREDFDVEAADSAGN^ LDSLVFVAGDRQFG P Y<2GHG FPGPLNI ETKS 250 

•■•> '<•> 
*********** ** * * # +# * * * 

I CCP-1 > 

NTVTITFVTDESGDHTGWKIHYTSTAQP^PYPMAPPN GHVS PVQAKYILKDS FS I FCETGYEIiQGHLPI^FTAVCQKDGSWDRPMPA 345 

HSVLILFHSDNSGENRGWRLSYRAAGNE|PELQPPVH GKIEPSQAKYFFKDQVLVSGDTOTKVLKDNVE^ 342 

NAVDLLFFTDESGDSRGWKLRYTTEI I K&PQPKTLDEFTI I QNLQPQ YQFRD YFI ATSjSKQGYQL I EGNQVLHS FTAVj^QDDGTWHRAMPR 353 

NALDI IFQTDLTGQKKGWKLRYHGDPMPtiPKEDTPN SVWEPAKAKYVFRDWQ I TCLDG FEWEGRVGATS FYSTCQSNG KWSNSKLK 3 38 



I CCP-2 > 

ieSIVDTCPPDDLPSG RVEYITGPGVTTYK AVIOYSeEETFYTM 

&KI VD&RAPGELEHGL I TFSTRNNLTTYKS E I KYSCIQEPYYKML 



l— Linker — > 

KVNIX3KYVGEADGFWTSSKGEKSLPVGEPVSGLS ARTT 



CQPVDGGIPESIENGKVE DPESTLFGSVIRYTCJEEPYYYME 



426 



NNNTG I YTgS ACXiW<MNKVI/3RSLPT^PV^LPKFSRKL 426 

443 

NGGGGEYHjE^AGKGSWVNEVIXsPELPKiSVPV 419 



I serine protease > V OV 

GGR I YGGQKAKPGDFPWQVL I LGGTTA AGALLYDNWVLTAAH AVYEQKHDASALD I RMGTLKRLS PHYTQAWS EAVFIHEG 507 

MARITOGRPAQKGTTPWIAMLSHLNGCPFCGGSI^GSSWIVTAAHCXHQSU)PKDPTLRD FKI ILGKJfWRLRSDENEQHL-G 515 

RQRIIGGQKAKMGNFPWQVFTNIHGRG GGALLGDRWI LTAAH TLYPKEHEAQSNASLX>VFLGHTNVEEIJ4KLGNHP IRRV 523 

KQRIIGGSDADIKNFPWOVFFDNPWA GG AL I NEYWVLTAAH WEGNRE PTMYVGSTS VQTSRLAKSKMLT PEHVFIHPG 498 



MASP-2 YTHDAG FDND IAL I KLNNKWINSN I TP I j^LPRKEAES FMRTDD I GTASGWGLTQRG FLARNLMYVD I PI VDHQKCTAAYE K 589 

MASP-1 VKHTTliHPKYDPNTFENDVALVELLESPVIiNAFVMP I j£L P EGPG^EGAMVIVSGWGKQFLQRFPETIJ4EI EI PIVDHSTj^QKAY 599 

Clr SVHPDYRQDESYN FEGDIALLELENSVTIiGPNLLPI§LP DNDTFYDLGLMG YVSG FGVMEE K IAHDLRFVRLPVANPQAi|EN WLR 608 

Cls WKLLEV PEGRTN FDND I ALVRLKDPVKMG PTVS P I CL PGTSSD YNLMDGDLGL I SGWGRTE KRDRAVRLKAARL PVAPIJudSKEVKVE 586 



MASP-2 
MASP-1 
Clr 
Cls 



PPYPRG SVTANML|AGLESGGKDSgRGDSGGALVFLDS ETERWFVGGIVSWGSMNC^EAGQYGVYTKVINYIPWIENIISDF 671 

APLKK KVTRDMlgAGEKEGGKDA|SGDSGGPMVTLNR ERGQWYLVGTVSWGD D GGKKDRYGVYS YIHHNKDWI QRVTGVRN 680 

GKNRMD VFSQNMFGAGHPSLKQDA|QGDSGGVFAVRDP NTDR WVATG I VSWG I G|§SRG YG FYTKVLNYVDWI KKEMEEED 688 

KPTADAEAYVFTPNMl|AGGEK GMDs|kGDSGGAFAVODPNDKTKFYAAGLVSWGP Q|GT YGLYTRVKNYVDWIMKTMQENSTPRED 673 
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Figure 5 
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Figure 6 



pea* 



♦ x 

cccgcgca*Ctcggcacg*ggcfcggacgggc*caccATGAGGCTCCTC^^ 100 ' 

HRLLTLLGLLCGS Y X T V L C P g £ 

GGCCTGAACu Iwiwi i CGCGCCCCTGGCATCCCCCgX^Vrcc^GGGGACTAT^ 2 0 0 

H £ £ E V FGRLASPGr PCEYANDQESRWTL,TAPPOV 4Q 

CCCaTTGCGCCTCTACTTCACCCACrcCGACCT CTC^GCTCGGCCGCCAACOTCCTCCCCACa 3 0 0 
R L R L. YFTHFD LELSKLCEY DFVKL S S CA K V L A T 73 

u i u A ~wo~GCACCACA0CACACACACC<UU3CGGGCC^ CCCTCGJIC^TTACCTITCCCCTCCGACTACT 4 0 0 

^ X*CAQESTDTfi*APCKD. TFY SLGSSLPITFtt 3 D Y lafi 

51 ccAACc^cyLa^ccG^CAcccxxTiTCt^^ soo 

3 JL_E K P F T G F g A F Y AAEDIDECQVi. PGEAPTCOHH 140 

XCACAACCACCTCGCCGCyrTCTACTGCTCCTGCTO 6 Q 0 

CHMHLGOFYCSCRACYVLHRNXRTCSALCSGQV 173 

TTCACCCAGAGGTCTGCGCAGCTCAGCA^ 700 

F-TQRSCEUSSPEYPRPYPKL3SCTYS I S L E E G F 20C 

GTCTCATrCTTOACUlUI^GTCCTTCCATGTTO 8 0 0 

SVILDFVES FOVETIIPETl.CPYD'*UK I QTDREEK 240 

fer; CPrCCICTI 'PKRIETKSK TVTITFVTOESGD«TC 273 



m 



TOGAAGATCCACTACACGACCAC^CGCACCC^ PCAC CTGTGCAAGC C AAATACATCCTGAAAG 1000 

WKIKYTSTAQPCPYPMAPP HGRVSPVQAKYILlt 304 



CTGCAGTTTCTCACAAAGATCGATCTTGCCA 1100 
VCQKDGSWD 340 



ACAC^ i i wi CCATCTTTTGCCAGACTGO CTATGAC CTTCTGCAAGGTCACTTCCCTCTGAAATCCTTTA 3 
DSFSIFCETGYELLQGHLPLKSFr 
<^CCAATCCCrcCCTGCACC^ 1200 
RPMPAC3IVDCGPPDDLP3GRVFYTTGPGVTTV 17! 



00 
06 



AAAGCTWA*rTCACTACAC^ X3 
KAVIQY3CEETFYTM XVM0GJC YVCEAPCF MISS 4 

AACGAGAWVAATCACTTCCAGTCT^ 14oq 
KGEKSLPVCEPVCGLSARTTOGRIYGCQXAICPGD 4 40 
TT7^CCTrCGCAACTCC^mTTAGOT^ 

FPWQVLILGGTTAACALLYDN WVLTAA^AVYEQ 473 

* ^^^ tc ? it ? :o ? : ^^ i6oo 

XHDA3ALDIRMGTLKRLSPKYTQAWSEAVFIHE SOfi 

CYTHDAGF DN|DglA^IXLNNKVVINSNITP ICLPR S40 

^^^^f^ C *^^*^^"^ CC'TTXJVTGIACJGACAGA.XG A CATTCGAA CTCCATCTTOGiATCSOCC; ATXAAC CCJLA.AC JOGGTTTTCTTGCTAGAAATCTAATCTATGTC 1*00 
KEA ESFKRTDDIGTASGWGLTQUGFLA RNLMYV 573 

C^CATACCGATTCyrGACCATCAA^ 13O0 

OIPIVDHQKCTAAYEKPPYPRGSVTANMLCAGL COS 

A^GTC^CCG^GCACAGCTG^ 2Q0Q 
ESGGKD3CRGDg3gCGALVFLDSETERWFVGGIV3W 640 

^^CCKT^TTTtt^ 2100 

<=SMNCGEAGQYQVYTICVINYIP*I E N I I3DF -Cop £71 

lllltll CC<= "" acCCMggcgaggccg«gtH«ccten«t9«agtte«etc«;ccct a cccMCg«tCMgggg«»e 2300 

MaccacgagagtgacagecaCBttCgcccacccagcgtMtgccacEjceeaaactacacttwetaeccta^agccact 2400 
gc.ggcactcctgtaaaeBgcctgtccacgcectttgttttcaa«ccjtBcttcaceg M aaaa«aaaaaa.aa 247S 



